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Nat. Gene

Variation in the
flowering gene SELF
PRUNING 5G
promotes day—
neutrality and early
yield in tomato.

2017

49(1):162
-168.
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IR - D EB D= EH 72572\, SPEGITES
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ZARVEDS K O AR TE T O R PE Hi DA LS
NN IR D EARMEL 722 L2 FLE DO
FUTRIE T D, AWFIEIE, BRIV TR ED M
E;@ﬂiﬁ&:&%#étbmiﬁﬁ%ﬁ%mﬁ%EE
35,

[Soyk S et
al]  Cold
Spring
Harbor
Lab. il >k
EH, k1,
wE, 77
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Front.
Plant Sci.

Generation of High—
Amylose Rice
through
CRISPR/Cas9-
Mediated Targeted
Mutagenesis of
Starch Branching
Enzymes.

2017

8:298.
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DLHTOWFIETIE, T 7 v 3 Bi#sE (SBE) 28 CA
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Too 7L — ALV TNILAE RO B AR O R
TEEEROEMIT S EEOZIZT Iz T
BHNT, shel 28 BARLBFAERIOIMICHG) 2%
ITREES NI T8, shell 8 BARIZ Sy D720
TIARTFATEHEENLRWEOFIG R ELT,
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[Sun'Y et
al] Chinese
Academy of]
Agricultura
1 Sciences
(CAAS) fth,
FE, L
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New
Phytol.

Both maternally and
paternally imprinted
genes regulate seed
development in rice.

2017

216(2):37
3-387.
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BT, —hiE A/ NEL T, 3EDOPEGOZE
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1RHELC, Fi T DOFA L T RROEREA o b 975
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VBB A E AT = A LTA RO B DI B
WET LD LB LR,

[Yuan J et
al] Nanjing
Agricultura
1 Univ. fth
FE, CKE
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Plant
Biotechno

L. J.

RNA-guided Cas9 as
an in vivo desired—
target mutator in
maize.

2017

15(12):15
66-1576.
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AT Z 6D S22 Ry Eras F
FEATHLL T, 11.79-28.71 %D T AL
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IRYED AR, YA Z DEE, 2 R
WA NSO CRROR CTECLIBEMICEY
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[Li C et al]
National
Key
Facility for
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and
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Plant
Biotechno

L J.

Genome editing of
the disease
susceptibility gene
CsLOBLI in citrus
confers resistance to
citrus canker.

2017

15(7):817
-823.
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XV ) —=  TIERE ORIER DD, AHFFET
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JEYL LRV G- CsLOB1% CRISPR/Cas9%
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PR ORERITBIER S IR0 5720 Dyo9s Dy opl0.
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FAE DB GRS NN, BAERIL 5
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Ehiemnotz,

[Jia H et
al] Univ. of
Florida >k
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Mol. Biol.

Novel rice mutants
overexpressing the
brassinosteroid
catabolic gene
CYPT734A4.

2017

93(1-
2):197-
208.
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I

[Qian W et
al] China
National
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Research
Inst. ftt H*
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Front.
Plant Sci.

OsARM1, an R2R3
MYB Transcription
Factor, s Involved
in Regulation of the
Response to Arsenic
Stress in Rice.

2017

8:1868

I 7 PRNE R 3= Z 2 1 da Fa
ARIZBITHERDEWFHEFILZO A F5E
W~ NOWUgEEEE T, Sl OWFJE CTrE
DTV AR =2 —RRESNIZA, ZHDOHIH
X RHATHD, ABFIE T, A FR2RIMYBHEE G [A]
F-OsARMI (B I E 3 AMYB1) 23e &I
B L7 NIV AR — & — R 1 EHH 52 %
T, B3R (D) I XD X OsARMI DEE ) D
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5L OsARMI-OEIZ 3B\ TCA BT S ELN
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